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Abstract: Several types of molecular markers have been used in plant breeding and genetic diversity for a wide range of
applications.Generally, single-locus co-dominant markers are preferred, because they make it possible to tag and map the
same loci in many different populations and even species.Probably the best markers in this respect are microsatellites.
The analysis based on microsatellites in our study has revealed the usefulness of these markers in the identification of
polymorphism in chickpea genome, which was earlier thought to be less polymorphic.Such markers will be highly efficient
in identifying specific markers linked to the trait of interest.The plant material used in this study included 43wild and
2cultivated Cicer accessions representing annual and perennial Cicer with distribution in Turkey.Ten STMS primers
were selected from Cicer species depending on their ability to amplify genomic DNA in all species.Separation of the
PCR products on agarose gels revealed single bands of the expected size with 10of the primer pairs.DNA from C.
arietinum, C.reticulatum, C.echinospermum, C.pinnatifidum, C.bijugum, and C.anatolicum amplified with the primers
GA2, GA24, TA13, GAA47, TA46, TA130, TA72, TA146, TS54, TS72respectively, were sequenced and compared with the
chickpea sequence.The DNAof one accession for each species has been amplified with 45chickpea-derived STMS primer
pairs.Amplification resulted either in the presence or absence of products.For other STMS loci, only three STMS/species
combinations were successful which could be used as specific markers (GAA47, TS54and TA72).We examined whether
and to which extent STMS primers designed for the cultigen could also be applied to genome analysis of wild Cicer species
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Abbreviations: PCR–polymerase chain reaction, RAPD–random amplified polymorphic DNA, SSR–simple sequence
repeat, STMS –sequence tagged microsatellite site.

Introduction

Thegenus Cicer belongs to thefamilyFabaceae and
thetribeCicereae Alef.It includes 33perennials, eight
annuals, andoneunspecifiedwildspecies as well as
cultivatedchickpea.Cicer species arepredominantly
self-pollinating, andthechromosomenumber ofannual
species is diploid2n =16(Van derMaesen, 1987;
Ahmad2000).Chickpea is oneofthemost important
pulsecrops intheworld.It is growninSouthAsia,
West Asia, NorthandEast Africa, SouthernEurope,
Australia, SouthandNorthAmerica (Singh,1997).
Chickpea most probablyoriginatedfrom anarea of
present-daysouth-easternTurkeyandadjoining areas
ofSyria.Turkeyis oneofthelargest chickpea exporter
providing 31%oftheworld’s export (FAO2000).Two
maintypes arewidelyacceptedbychickpea breed-
ers:“Kabuli”(whiteflower, largeandcreamcoloured
seeds)and“Desi”(purpleflower, small angular and

darkseeds).Kabuli types havebeengrowntradition-
allyintheMediterraneanbasinandCentral Asia, while
Desi types havebeenmainlyproducedintheIndian
subcontinent.East Africa, Central Asia, andto a lim-
itedextent intheMediterraneanbasin.It is commonly
acceptedthat Kabuli chickpea originatedfromtheDesi
typeintheMediterraneanbasin(Moreno&Cubero,
1978;Gil &Cubero, 1993).Thetwo maintypes dif-
fer inseveral important traits.Inorder to exploit the
variationinthesetwo types, Desi ×Kabuli crosseswere
carriedout bybreeders;however, thetransfer ofgenes
betweenthetwo major types was slow(Maynezet
al., 1993).Resistanceto bioticandabioticstresses was
foundinwildCicer species (Singh,1990;Singhet
al., 1994).Chickpea breeding aims at highyieldcom-
binedwithresistanceto bioticstresses andtoleranceto
drought andcold.Despiteits agronomical importance
andtheinternational efforts inconventional breeding,
productivityofthecrophas not yet beensignificantly
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